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ABSTRACT

The potential exists for negative impacts on wild Atlantic salmon populations (Salmo salar) from interbreeding with escaped farm fish but its actual extent
remains uncertain and controversial. Information on numbers of escapes and gene introgression is generally lacking, in part due to a lack of historical baseline
information. A molecular genetic study was carried out of impacts in the Loch na Thull catchment, a small river system in northwest Scotland containing a small

wild stock and used for freshwater cage rearing of farm smolts from 1997-2004 with a documented presence of escapes. The study was retrospective and based

on an eclectic set of DNA sources and genetic data that precluded a simple before and after comparison. The study found significant genetic differences

between wild and farm salmon and that farm salmon appeared to contribute little to the genetic character of the current wild stock through interbreeding and
introgression. The study does not rule out that ecological interactions with farm escapes such as competition for food and space or increased pathogen

transfers, may have led to indirect genetic impacts (e.g. loss of genetic variability), due to increased mortality and smaller numbers of returning spawners.
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